Vv
HIV-1/SIVcpz Proteins

V-1 Introduction

This erratum contains the correct HIV-1 Vpu alignment—the
HIV Sequence Compendium 2009 erroneously contains a sec-
ond copy of the Vif alignment instead of the Vpu alignment.
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HIV Sequence Compendium 2009: HIV-1 Vpu Protein Erratum
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